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Fig.l1 The SNARE proteins and SNARE core complex. (A) The SNARE proteins and SNARE core complex
(SNARE core complex and syntaxin H,. domain use PDB model 1SFC and 1BRO, linker is drawn randomly);
(B) The four SNARE proteins (VAMP, SNAP25N, SNAP25C, syntaxin); (C) SNARE core complex reconstituted
by four SNARE proteins. After heating, SNARE core complex will be separated again into four proteins, which

shows that the SNARE core complex is well reconstituted
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Fig.2 Size exclusion analysis of SNARE core complex.
(A) Elution curve of SNARE core complex and syntaxin
shows that SNARE core complex and syntaxin could be
well separated. (B) The fraction (500 pl) indicated by
white arrow (in A) is concentrated to make EM sample,
which is confirmed by SDS-PAGE
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Fig.3 The stability test of SNARE core complex in buffer
The SDS-PAGE of pure SNARE core
complex in buffer solution during different time; (B) The
optical density (OD) of each SNARE core complex band ;
(C) The ratio of OD comparing with zero time. It is

solutions.  (A)

shown that in 12 hours, nearly 85% SNARE core complex
remains its stability, and in 2 hours, over 95%. SNARE
core complex remains during the concentration time



154

2007

(A)

Fig.4 The SNARE core complex visualized by electron microscopy. (A) Electron microscopy image of SNARE core
complex in buffer solution; (B) Ten selected single particles (line 1) with marked random tails (line 2); (C) The
result of calculation shows that SNARE core complex is a rod-like structure, which is 2.5 nm in width and 12 nm in

length. The bar is 50 nm (A) and the box (B, C) is 20 nm
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ROD- LIKE STRUCTURE OF SNARE CORE COMPLEX REVEALED BY
ELECTRON MICROSCOPY

XIE Xin, SUI Sen-fang
(Department of Biological Sciences and Biotechnology, Tsinghua University, Beijing 100084, China)

Abstract: As the key player which mediated the vesicle fusion in neuronal synapsome, SNARE
(soluble NSF attachment protein receptors) complex consists of syntaxin, SNAP25, and VAMP. The
SNARE core complex, which forms by the soluble part of SNARE proteins, plays the key part in fusion
process. Using many purification methods, including ion exchange column, size exclusion column, SNARE
core complex of high purity was got and its stability was analyzed in water solution. At last, the
structure of SNARE core complex was determined using two-dimensional average method by electronic
microscopy. SNARE core complex is a rod-like structure, about 2.5 nm in width and 12 nm in length.
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